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Activity coefficient 

Protein solution; Bovine serum albumin: Ion bind- 
ing (Rehoiras, M.D.) 

Adsorption isotherm 
Protein-DNA interaction; Binding equation; Coop- 
erativity (Nechipurenko. Yu.D.) 

Aggregation 

Self-diffusion; NMR; Nucleotide: Ion binding: 
Stacking (Stokkeland, 1.) 

Alkylurea 

Myoglobin; Urea; Preferential binding (ierovnik. 

E.) 
Myoglobin: Urea: Calorimetry: Circular dichroism 
(Lapanje. S.) 

AIIOSI? 
Altrose: Enthalpy; EnLyme-catalyLeJ reaction: 
Gibbs energy: Glucose isomerase: Heat capacity: 
HPLC; Psicose; Thermodynamics; Xylose isomerase 
(Tewari. Y.B.) 

Allostery 

Respiratory protem; Proton release (Zolla, L.) 
AltmS4Z 

Allose: Enthalpy: Enzyme-catalyzed reaction: Gibbs 

energy; Glucose wm~erase: Heat capaclty; HPLC: 
Psicose: Thermodynamics: Xylose isomerase 
(Tewari, Y-B.) 

Angiotensin II 

‘H-NMR: Drug binding (Valensin. G.) 
Anisotropy 

Oxytocin; Fluorescence spectroscopy: Tyrosine flu- 
orescence: Frequency-domain fluorometry: Moiecu- 
lar dynamics (Lakowicz, J R.) 

Ascorbic acid 

Undercooling: Preservation; Reaction rate: 
Cryopreservstion; Freeze concentration (Ha&y. 

R.H.M.) 
Aspartase 

Aspartic acid; Calorimetry; Enthalpy; Enzyme- 
catalyzed reaction: Equilibrium constant: Fumaric 
acid; Gibbs energy: Heat capacity; HPLC; Thermo- 
dynamics (Goldberg, R.N.) 

Aspartic acid 
Aspartase; Calorimetry; Enthalpy; Enzyme-cata- 
lyzed reaction: Equilibrium constant; Fumaric acid; 
Gibbs energy: Heat capacity: HPLC: Thermody- 
namics (Goldberg. R.N.) 

Bacteriorhodopsin 
Dynamic properties; Purple membrane; Deuterium 

exchange (Shnyrov. V.L.) 
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291 
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181 

13 

13 

1 

Photoacoustic spectroscopy: Photocycle: Purple 
membrane (Slifkm. M.A.) 

Base-pair specificity 

DNA; Intercalator: DNA binding: NMR: Viscosity 
(Wdson, W.D.) 

Binding equation 

Protein-DNA interaction; Coopcrativity: Adsorp- 
tlon isotherm (Nechipurenko. Yu.D.) 

Binding polynomial 

Patterns of zeros: Factorization: MWC model: He- 
moglobin (Connelly, P.R.) 
Protein-ligand binding: MWC polynomial: Model 
binding polynomial fitting: Fitting probability: 
Binding polynomial zeros (Briggs, W.E.) 

Binding polynomial zeros 

Protein-ligand binding: Binding polynomial; MWC 
polynomial; Model binding polynomial fitting; Fit- 

ting probability (Briggs. W.E.) 
Bistability 

Enzyme reaction; Conductance: Electrical regu- 

lation (V&ton, J.-M.) 
Bovine serum albumin 

Protein solution: Activity cocfficicnt: Ion binding 

(Reboiras, M.D.) 

Calorimetry 

Aspartase; Aspartic acid; Enthalpy: Enzyme-cata- 
lyzed reaction: Equilibrium constant: Fumaric acid; 
Gibbs cncrgy: Heat capacity: HPLC; Tbermody 

namics (Goldberg. R.N.) 
Myoglobin; Urea; Alkylurea; Circular dichroism 

(Lapanje, S.) 
Carbamate 

Proton affinity; INDO-MO: Dithiocarbamate; 

Thiocarbamatc (Hilal, R.) 
Charge-regulated membrane 

Flocculation; DLVO theory (Scullry. M.J.1 
Chemical sensor 

Spontaneous oscillation: Nonequilibrium: Chirality 
(Yoshikawa. K.) 

Chirality 

Spontaneous oscillation: Nonequilibrium: Chemxal 
sensor (Yoshikawa, K.) 

Chloroform 
9,11,13.15~Phenylalanylgramidicin A; Dimstbyl 

sulfoxide: Solution conformation; Gramicidin A 

(Heitz. F.) 
Circular dichroism 

Myoglobin: Urea; Alkylurea: Calorimetry (LapanJe. 

S.) 
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Conductance 

Enzyme reaction; Electrical regulation; l&stability 

(Valleton, J.-M.) 

Cooperativity 

Protein-DNA interaction: Binding equation: Ad- 

sorption isotherm (Nechipurenko, Yu.D.) 

Correlation time 

Viscosity: 13C-NMR: Erythrocyte; I.ongitudinal rem 

laxation rime; Cubic closest packing of spheres (En- 

dre, Z.H.) 

Counterion interaction 

Polyclcctrolyrc: Diclcctric rcsponsc; Electric polari7: 

ability; Kerr effect; DNA oligomer; Disk membrane 

vesicle (Altig, J.A.) 

Clyopresewation 

Ferricyanide: Undercooling: Preservation; Reaction 

rate; Frrsze concentration (Hatley. R.H.M.) 

Ascorbic acid: Undercooling: Preservation: Reac- 

tion rate: Freeze concentration (Hatlcy, R.H.M.) 

Cubic closest Packing of spheres 

Viscosity; 13C-NMR; Erythrocyte: Longitudinal re- 

laxation time: Correlation time (Endre, Z.H.) 

Cyclic voltammetry 

Polynucleotide; Guanine reduction; Mercury elec- 

trade; Polynuclcotide adsorption; Rcversiblc reduc- 

tion (J&n. F.) 

Deoxyhemoglobin 

Oxyhemoglobin; Protein dynamics; Optical absorp- 

tion spectrum (Condone. L.) 

Deuterium exchange 

Dynamic properties: Bacteriorhodopsin: Purple 

membrane (Shnyrov, V.L.) 

Dielectric response 

Polyelectrolyte; Electric polarizability: Kerr effect: 

Counterion interaction; DNA oligomer; Disk mem- 

brane vwcle (Altig, J.A.) 

Dimethyl sulfoxide 

9,11,13,15-Phenylalanylgramicidin A: Chloroform; 

Solution conformation; tiramlcidin A (Heitz. F.) 

Disk membrane vesicle 

Polyelectrolyte; Dielectric response; Electnc polariz- 

ability; Kerr effect: Counterion interaction: DNA 

oligomer (Alrig, J.A.) 

Dithiocarbamate 

Proton affinity; INDO-MO: Carbamate: Thio- 

carbamate (Hilal. R.) 

DLVO theory 

Flocculation; Charge-regulated membrane (Sculley. 

M.J.) 

DNA 

Intercalator: DNA binding; Base-pair specificity: 

NMR; Viscosity (Wilson, W.D.) 

“Na-NMR (Delville. A.) 

DNA binding 

DNA: Intercalator; Base-pair specificity; NMR; 

Viscosity (Wilson, W.D.) 
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DNA oligomer 

Polyclectrolytc: Dielectric response: Electric polanz- 

ability; Kerr effect: Counterion interaction: Disk 

membrane vwcle (Altig. J.A.) 

Drug binding 

‘H-NMR; Angiotensin II (Valensin. G.) 

Drug disposition 
Membrane transport; Hydrophobicity: Protein 

binding; Structure-activity relationship (BalM. s.) 

Dual emission 

Fluorescence polarization; Protein fluorescence: 

Emission polarization spectrum; Electronic transi- 

tlon; Tryptophan (Turoverov, K.K.) 

Dynamic properties 
Bacteriorhodopsin: Purple membrane; Deuterium 

exchange (Shnyrov, V.L.) 

Electric polari7ability 

Palyelectrolyte; Dielectric rcsponsc: Kerr effect: 

Counterion interaction; DNA oligomer; Disk mem- 

brane vesicle (Altig. J.A.) 

Electrical regulation 

Enzyme reaction; conductance; Bistability (Valle- 

ton, J -M.) 

Electronic transition 

Fluorescence polarization; Protein fluorescence; 

Emission polarization spectrum: Dual emission: 

Tryptophan (Turoverov, K.K.) 

Emission polarization spectrum 

Fluorescence polarization; Protcin fluorescence: 

Dual emission; Electronic transition: Tryptophan 

(Turoverov, K.K.) 

Enthalpy 
Aspartase; Aspartic acid; Calorimetry: Enzyme- 

catalyzed reaction; Equilibrium constant; Fumaric 

acid; Gibbs energy; Heat capacity: HPLC; Thermo- 

dynamics (Goldberg. R.N.) 

Allose: Altrose; Enzyme-catalyzed reaction; Gibbs 

energy; Glucose isomrrase; Heat capacity; HPLC; 

Psicose: Thermodynamics: Xylose isomerase 

(Tcwari, Y.B.) 

Enzyme-catalyzed reaction 

Aspartase; Aspartic acid: Calorimetry: Enthalpy: 

EquiIibrium constant; Fumaric acid; Gibbs energy: 

Heat capacity; HPLC; Thermodynamlcb (Goldberg. 

R.N.) 

Allose: Altrose; Enthalpy; Gibbs energy; Glucose 

Isomerase; Heat capacity; HPLC: Ps~cose; Thermo- 

dynamics. Xylose isomerase (Tewari, Y.B.) 

Enzyme mechsnism 

Hydrogen-bond chain; Tautomerism (Kern. A.P.) 

Enzyme reaction 
Conductance; Electrical regulation: Bistability 

(Vallcton, J.-M.) 

221 

25 

135 

327 

1 

221 

277 

327 

327 

13 

291 

13 

291 

235 

277 



363 

Equilibrium constant Glucose isomerase 
Aspartasc: Aspartic acid: Calorimetry: Enthalpy: 
Enzyme-catalyzed reaction: Fumaric acid; Gibbs 
energy; Heat capacity: HPLC; Thermodynamics 
(Goldberg, R.N.) 

Erythrocyte 
Viscosity: “CNMR; Longitudinal relaxation time: 

Correlation time: Cubic closest packing of spheres 
(En&r, Z.H.) 

13 

Allase; Altrose; Enthalpy: Enzyme-catalyzed reac- 
tion: Gibbs energy: Heat capacity: HPLC: Psicosc: 
Thermodynamics: Xylose isomerase (Tewari, Y.B.) 291 

Gramicidin A 

337 

9,11.13,15-Phcnylalanylgramicidin A: Dimcthyl 
sulfoxide; Chloroform: Solution conformation 
(Heitz, F.) 149 

Guanine reduction 

Factorization 
Binding polynomial: Patterns of zeros: MWC model: 
Hemoglobin (Connclly, P.R.) 

Fewicyanide 
295 

Cyclic voltammetry; Polynucleotidr: Mercury elec- 
trode: Polynucleotide adsorption: Reversible reduc- 
tion (Jelen, F.) 285 

Undercooling; Preservation; Reaction rate: 
Cryopreservation; Freeze concentration (Hatley. 
R.H.M.) 

Fitting probability 

Heat capacity 

41 

Protein-l&and binding; Binding polynomial; MWC 
polynomial; Model binding polynomial fitting; 
Binding polynomial zeros (Briggs, WE) 

Flocculation 

Charge-regulated membrane; DLVO theory (Scul- 
ley, M.J.) 

Fluorescence lifetime 
Phase-sensitive detection; Multi-component fluores- 
cence emission (Keating-Nakamoto, S M.) 

Fluorescence polarization 

Protein fluorescence: Emission polarization spec- 
trum: Dual emission; Electronic transition: Tryp- 
tophan (Turoverov, K.K.) 

Fluorescence spectroscopy 

Oxytocin; Tyrosine fluorescence; Frequency-domain 
fluorometry; Anisotropy; Molecular dynamics 
(Lakowicz, JR.) 

Freeze concentration 

311 

33 

19 

Aspartase; Aspartic acid: Calorimetry: Enthalpy: 
Enzyme-catalyzed reaction; Equilibrium constant; 
Fumaric acid: Gibbs energy: HPLC; Thermody- 
namics (Goldberg, R.N.) 13 
Allow; Altrose: Enthalpy; Enzyme-catalyzed reac- 
tion: Gibbs energy: Glucose isomerase: HPLC; 
Psicose; Thermodynamics; Xylose isomerase 
(Tewari. Y.B.) 291 

Helix-coil transition 

Optical rotatory dispersion; Thermal stability; a- 
Tropomyosin; P-Tropomyosin; (Frog) (Hvidt. S.) 211 

Hemoglobin 

327 

Self-association; Sedimentation equilibrium; Non- 
idelility terms; (Human) (Bucci, E.) 47 
Binding polynomial: Patterns of zeros; Factoriza- 
tion; MWC model (Connelly. P.R.) 295 

Heteronuclesr Overhauser effect 
Khellin-thymidine complex (Niccolai, N.) 217 

HPLC 

Ferricyanide; Undercooling; Preservation: Reaction 
rate (Hatley. R.H.M.) 
Ascorbic acid: Undercooling; Preservation: Reac- 
tion rate: Cryopreservation (Hatley, R.H.M.) 

Frequency-domain fluorome&y 
Oxytocin; Fluorescence spectroscopy; Tyrossine flu- 
orescence; Anisotropy: Molecular dynamics 

(Lakowicz, J R.) 
Fumaric acid 

97 

41 

1x7 

Aspartame: Aspartic acid; Calorimetry: Enthalpy; 

Enzyme-catalyzed reaction; Equilibrium constant: 
Fumaric acid; Gibbs energy; Heat capacity; Ther- 
modynamics (Goldberg, R.N.) 13 

Allose; Altrose; Enthalpy; Enzyme-catalyzed reac- 

tion: Gihbs energy; Glucose isomerase: Heat capac- 
ity: Psicose: Thermodynamics: Xylosc isomerasc 
(Tewari, Y.B.) 291 

Hydrogen-bond chain 

97 Tautomerism; Enzyme mechanism (Kern, A.P.) 

Hydrophobic@ 

Aspartase; Asp&c acid; Calorimetry: Enthalpy; 

Enzyme-catalyzed reaction: Equilibrium constant: 
tiibbs energy: Heat capacity: HPLC; Thermody- 
namics (Goldberg, RN.) 

Membrane transport; Protein binding; Drug dis- 
position: Structure-activity relationship (BalM, 3.) 135 

13 

Gibbs energy 
Aspartase: Aspartic acid: Calorimetry: Enthalpy: 
Enzyme-catalyzed reaction: Equilibrium constant; 
Fumaric acid; Heat capacity; HPLC; Thermody- 
namics (Goldberg, R.N.) 
Allose; Altrose; Enthalpy; Enzyme-catalyzed reac- 
tion; Glucose isomerase; Heat capacity; HPLC; 
Psicose; Thermodynamics: Xylose isomerase 
(Tewari, Y-B.) 

13 

291 

INDO-MO 
Proton affinity: Cnrhamate: Dithiocarhamate: 

Thiocarbamate (Hilal. R.) 71 

lntercalator 

DNA: DNA binding: Base-pair specificity: NMR; 
Viscosity (Wilson, W.D.) 101 

Ion binding 

Self-diffusion: NMR: Nucleotide; Aggregation: 
Stacking (Stokkeland. I.) 61 
Protein solution; Bovine serum albumin; Activity 
coefficient (Reboiras, M.D ) 249 

235 
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Ion channel ‘-‘C-NMR 
Ion transport; 9,11,13,15-Tetraphenylalanylgram- 
icidin A (Heitz, F.) 

Ion transport 
143 

Ion channel; 9,11,13,15-Tetraphrnylalanylgramici- 

din A (Heitz, F.) 

Viscosity: Erythrocytc: Longitudinal relaxation time: 
Correlation tune, Cubw closest packing of spheres 

(Endre. Z.H.) 
‘H-NMR 

143 

Kedem-Katchalsky equations 
Membrane transport (Slezak. A.) 

Kerr effect 

173 

Drug binding: Angiotensin II (Valensin. G.) 

= Na-NMR 
DNA (Delville. A.) 

Nonequilibrium 

Polyelectrolyte; Dielectric response; Electric polanz- 
ability: Count&on interaction: DNA oligomer: Disk 
membrane vesicle (Altig. J.A.) 

Khellin-thymidine complex 
Heteronuclear Overhauser effect (Niccolal. N.) 

Kinetics 

221 

Spontaneous oscillation; Chirality; Chemical sensor 
(Yoshikawa, K.) 

Nonideality terms 

217 

Self-association: Sedimentation equilibrium: Hemo- 

globin, (Human) (Bucci. E.) 

Nucleotide 

Protein denaturatinn; Tryptophan phosphorescence; 
Unfolding (Gnnnelli. M ) I61 

Self-diffusion; NMR; Ion binding; Aggregation: 
Stacking (Stokkeland. I.) 

Longitudinal relaxation time 
Viscosity; “C-NMR; Erythrocyte; Correlation time: 
Cubic closest packing of spheres (Endre, Z.H.) 337 

Optical absorption spechum 

Deoxyhemoglohin; Oxyhemoglobin; Protein dy- 
namics (Cordone, L.) 

Membrane transport 
Hydrophohicity: Protein binding; Drug disposition; 
Structure-activity relationship (BaIZ, 5.) 

KedemKalchalsky equatwns (Slrzak, A.) 
Mercury electrode 

135 
I73 

Optical rotatory dispersion 
Helix-coil transition: Thermal stability: 01. 
Tropomyosin; P-Tropomyosin; (Frog) (Hvidt. S.) 

Oxyhemoglobin 

Cyclic voltammetry; Polynucleotide; Guamne re- 
duction; Polynucleotide adsorption; Reversible rc- 
duction (Jelen. F.) 

Deoxyhemoglobin: Protein dynamics: Optical ab- 
sorption spectrum (Cordone. L.) 

Oxytocin 

285 
Model binding polynomial fitting 

Protein-&and binding; Binding polynomial; MWC 
polynomial: Fitting probability; Binding polynomial 

zeros (Briggs. W.E.) 
Molecular dynamic% 

Fluvrescence spectroscopy; Tyrosme fluorescence; 
Frequency-domain fluorometry: Anisotropy: M&c- 
ular dynamics <Lakowicz. J.R.) 

Palterns of zeros 

311 

Oxytocin; Fluorescence spectroscopy: Tyrosine flu- 
orescence: Frequency-domain lluorometry: Ani- 
sotropy (Lakowicz, J R.) 

Multi-component fluorescence emission 

Fluorescence lifetime; Phase-sensitive detection 
(Keating-Nakamoto. SM.) 

MWC model 

97 

79 

Binding polynomial: Patterns of zeros: 
tion; Hemoglobin P.R.) 

MWC polynomial 
295 

Binding polynomial: Factorization: MWC model: 
Hemoglobin (Connelly, P.R.) 

Phase-sensitive detection 

Fluorescence Ilfetime; Multi-component fluores- 
cence emission ( Keating-Nakamoto. S.M.) 

9,11,13,15-Phenylalanylgramicidin A 
Dimrthyl sulfoxide: Chloroform. Solution confor- 
mation: Gramicidin A (Hcitz, F.) 

Photoacoustic spectroscopy 
Bactcriorhodopsin: Photocycle: Purple membrane 
(Slifkin, M.A.) 

Photocycle 

Protein-ligand binding; Binding polynomial; Model 

bindmg polynomial fttting: Fitting probability: 
Binding polynomial zeros (Briggs, W.E.) 

Myoglobin 

Bacteriorhodopsin: Photoacoustic spectroscopy: 
Purple membrane (Slifkin. M.A.) 

Polyelechdyte 

311 

Urea: Alkylurca: Preferential binding (ierovnik. E,) 
Urea; Alkylurea; Calorimetry; Circular dichroism 
(Lapanje, S.) 

53 

Dielectric response. Electric polarizability; Kerr ef- 
fect; Counterion interaction; DNA oligomer: Disk 

membrane vesicle (Altig, J.A.) 
Pnlynucleotide 

179 

NMR 

Cyclic voltammetry: Guanine reduction: Mercury 

electrode: Polynucleotide adsorption: Reversible re- 
duction (Jelen. F ) 

Self-diffusion; Nucleotide, Ion binding: Aggrega- 
tion: Stacking (Stakkcland. I.) 
DNA; Intercalator; DNA binding; Base-pair 
specificity: Viscosity (Wilson. W.D ) 

Polynucleotide adsorption 
61 Cyclic voltammetry; Polynucleotide: Guanine rc- 

duction; Mercury electrode: Reversible reduction 
101 (Jelen, F.) 2x5 
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111 
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211 

259 
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169 
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Preferential binding Regeneration 

Myoglobin; Urea: Alkylurea (ierovnik. E.) 
Preservation 

53 

Ferricyanide; Undercooling; Reaction rate; 
Cryopreservation; Freeze concentration (Hatley. 
R.H.M.) 

Rhodopsin: Rod outer segment; Rctinylidene Schiff 
base; Retinal transfer; 11-c&Retinal: (Bovine eye) 
(Kawaguchi, T.) 

Respiratory protein 
41 

Ascorbic acid: Undercooling: Reaction rate: 
Cryopreservation; Freeze concentration (Hatley. 
R.H.M.) 

Protein binding 

Allostery; Proton release (Zolla, L.) 
Il-&-Retinal 

187 

Membrane transport; Hydrophobicity: Drug dis- 
position: Structure-activity relationship (BalEi, s.) 

Protein denaturation 

Rhodopsin: Regeneration; Rod outer segment; Reti- 
nylidene Schiff base; Retinal transfer; (Bovine eye) 
(Kawaguchi, T.) 

Retinal transfer 

135 

Tryptophan phosphorescence; Kinetics: Unfolding 
(Gonnelli, M.) 

Rhodopsin; Regeneration; Rod outer segment: Reti- 
nylidene Schiff base: 11-crs-Retinal: (Bovine eye) 
(Kawaguchi, T.) 

161 
Protein-DNA interaction 

Binding equation; Cooperativity; Adsorption iso- 
therm (Nechipurenko, Yu.D.) 

Protein dynamics 
195 

Retinylidene Scbiff base 

Rhodopsin; Regeneration: Rod outer segment: Reti- 
nal transfer: ll-&-Retinal: (Bovine eye) (Kawa- 
guchi, T.) 

Deoxyhemoglobin; Oxyhemoglobin; Optical absorp- 

tion spectrum (Cordone, I+.) 
Protein fluorescence 

259 

Fluorescence polarization: Emission polarization 
spectrum: Dual emission: Electronic transition: 
Tryptophan (Turoverov. K-K.) 

Protein-ligand binding 

Binding polynomial; MWC polynomial; Model 
binding polynomial fitting: Fitting probability: 
Binding polynomial zeros (Briggs, W-E.) 

Protein solution 

Reversible reduction 

Cyclic voltammetry; Polynucleotide; Guanine rem 
duction; Mercury electrode: Polynucleodde adsorp- 
tion (Jelen, F.) 

Rhodopsin 

327 

Regeneration: Rod outer segment: Retinylidene 
Schiff hase: Retinal transfer; 1 I-cis-Retinal: (Bovine 
eye) (Kawaguchi, T.) 

Rod outer segment 

311 
Rhodopsin; Regeneration; Retinylidene Schilf base; 
Retinal tranbCe:r; 11.cis-Retinal; {Bovine eye) 
(Kawaguchi, T.) 

Bovine serum albumin; Activity coefficient; Ion 
binding (Reboiras, M.D.) 

Proton affinity 

249 

INDO-MO: Carbamate: Dithiocarbamate; Thio- 
carbamate (Hilal. R.) 

Proton release 

71 

319 

Sedimentation equilibrium 

Self-association; Hemoglobin; Nonideality terms; 
(Human) (Bucci, E.) 

Self-association 

Allostery; Respiratory protein (Zolla, L.) 

Psicose 

Sedimentation equilibrium: Hemoglobin: Nonidcal- 
ity terms: (Human) (Bucci. E.) 

Self-diffusion 

Allose; Altrose; Enthalpy; Enzyme-catalyzed reac- 
tion, Gibbs energy; Glucose isomerase; Heat capac- 

ity; HPLC; Thermodynamics; Xylose isomerase 
(Tewari, Y.B.) 

Purple membrane 

Dynamic properties; Bacteriorhodopsin; Deuterium 
exchange (Shnyrov, V.L.) 

Bacteriorhodopsin: Photoacoustic spectroscopy; 
Photocycle (Slifkin. M.A.) 

291 

1 

169 

NMR; Nucleotide: Ion binding: Aggregation: 
Stacking (Stokkeland, I.) 

Solution conformation 

9,11.13,15-Phenylalanylgramicidin A; Dimethyl 
sulfoxide; Chloroform; Gramicidin A (Heitz, F.) 

Spontaneous wcillation 

Nonequilibrium: Chirality: Chemical sensor 
(Yoshikawa. K.) 

Stacking 

Reaction rate 

Ferricyanide; Undercooling; Preservation; 
Cryopreservation; Freeze concentration (Hatley. 
R.H.M.) 
Ascorbic acid: Undercooling: Preservation: 
Cryopreservation; Freeze concentration (Ha&y, 

R.H.M.) 

41 

187 

Self-diffusion; NMR; Nucleotide; Ion binding: Ag- 
gregation (Stokkeland, I.) 

Structure-activity relationship 
Membrane transport; Hydrophobicity; Protein 
binding; Drug disposition (Bal% 5.) 

Tautomerism 
Hydrogen-bond chain: Enzyme mechanism (Kern. 
A-P.) 

5 
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149 
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9,11,13,15-Te~aphenylalanylgramicidin A 

Ion transport: Ion channel (H&z, F.) 
Thermal stabiliq 

Optical rotatory dispersion; Helix-coil transition; 

u-Tropomyosin; fl-Tropomyosin; (Frog) (Hvidt. S.) 
ThC!ITllOdpltliCS 

Aspartase: Aspartic acid: Calorimetry; Enthalpy: 

Enzyme-catalyzed reaction; Equilibrium constant: 
Fumaric acid; Gibbs energy; Heat capacity; HPLC 

(Goldberg, R.N.) 
Allow; Altrose: Enthalpy: Enzyme-catalyzed reacLc 
tion; Gibbs energy: Glucose isomerase: Heat capac- 

ity: HPLC; Psicose: Xylose isomerase (Tewari, Y.B ) 
Thiocarbamate 

Proton affinity; INDO-MO; Carbamate; Dithio- 
carbamate (Hilal, R.) 

a-Tropomyosin 

Optical rotatory dispersion: Helix-coil transition: 
Thermal stability: P-Tropomyosin: (Frog) (Hvidt. 

S.) 
BTropomyosin 

Optical rotatory dispersion: Helix-coil transition: 
Thermal stability: n-Tropomyosin: (Frog) (Hvidt. 

S.) 
Tryptophan 

Fluorescence polarization: Protein fluorescence: 
Emission polarization spectrum: Dual emission: 

Electronic transition (Turoverov, K.K.) 
Tlyptophan phosphorescence 

Protein denaturatlon; Kmetics; Unfoldmg (Gon- 
nelli, M.) 

143 

211 

13 

291 

71 

211 

211 

327 

161 

Tyrosine fluorescence 

Oxytocin: Fluorescence spectroscopy: Frequrncy- 
domam fluorometry; Anisotropy: Molecular dy- 
natmcs (LakowiLz, J.R.) 

Undercooling 
Ferricyanide; Preservation; Reactmn rate; Cryopre- 
servation: Freeze concentration (Hatley. R.H.M.) 
Ascorbic acid; Preservation: Reaction rate: 
Cryopreservation; Freeze concentration (Hatlev. 
R.H.M ) 

Unfolding 

Protem denaturation: Tryptophan phosphorescence: 
Kinetics (Gonnelli. M.) 

Urea 
Myoglobin: Alkylurea; Preferential binding 
(Zerovnik, E.) 

Myoglobin; Alkylurea; Calorimetry: Circular di- 
chroism (Lapanje, S.) 

Viscosity 
DNA; Intercalator; DNA binding; Base-pair 
specificity: NMR (Wilson, W.D.) 
“C-NMR; Erythrocyte: Longitudinal relaxation 
time: Correlation time: Cubic closest packing of 
spheres (Endre, Z.H.) 

Xylose isomerase 

Allose; Altrose; Enthalpy; Enzymecatalyzed reac- 
tion; Gibbs energy; Glucose isomerase; Heat capac- 
ity; HPLC; Psicose: Thermodynamics (Tewari. Y.B.) 
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